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Figure 3- The results of Real-time PCR. A) The plots of
different serial dilution as a standard. B) The plot of
melting reactions C) Standard diagram and predicted
parameters.
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Figure 2- The result of SOE-PCR. Lane 2 and 3: 213 bp
fragment  which  amplified from  Butyrivibrio
fibrisolvens bacteria 16S rDNA region. Lane 4, 5 and 6
PCR products of PCRI, PCRII and PCRIII, respectively.
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gel. Lane 1 and 8 DNA marker. Confirmation of
competitor fragment and recombinant plasmid. The
results of QC-PCR and the logarithmic plot of band
intensities regard to target (T) and competitor against
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