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Table 1- Primer sequences of promoter, exon 1 and 2 of BMP 15 gene and for its expression
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Sense  TTTCTGGCACTTATGCTCAG .
BMPp 204 NM_001114767 oo
Antisense  GAAAAGCTTGGTGTTCAGCA >
sense  ATGGTCCTCCTGAGCATCCT g4 promoter 1
BMPex1 605 NM_001114767.1 325
Antisense  CTCTGAGAGGCCTTGCTACA
sense  GCTCCTGGGACATACAGACC
BMPex2 62.5 326
_ 58.4 " 1182
Antisense TCACCTGCATGTACAGGACT
sense  AGCTGACGCAAGTGGACACC
54.1 228
BMPexp 55.5 " 377
Antisense  GCTACCCGGTTTGGTCTCAG
sense  CACTGCCACCCAGAAGACTG ¢, 576
GAPDH o> NM_001190390.1 o

Antisense

GGTCAGATCCACAACGGACA
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T
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'BMPp primers used for amplification of the promoter, BMPex1 and BMPex2 for exon 1 and 2 respectively, BMPexp for
assessing expression of the gene and GAPDH as internal control in gene expression experiment.
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1- Glyceraldehyde 3-phosphate dehydrogenase
2- Reverse transcription
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Figure 1- Graph of two heterozygote samples AC (B and C) with
point mutation and the sample without mutation CC (A)
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Figure 2- Electrophoresis of PCR products on 1.5% agarose gel; A: The three bands are 325 bp PCR product of the first

exon of BMP 15 gene. B: It shows a 857 bp band of the second exon of this gene. C: BMPp primers have amplified a
segment of 581 bp of BMP 15 promoter. The DNA marker that was used here is 100 bp.
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Figure 3- The result of alignment for sequence with mutant (3 and 6)
and those of wild type samples (1, 2, 4, 5, 7 and 8).
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Figure 4- From top to below (highlited) are: the codon in which the

mutation accured, the codon of wild type and the codon with
mutation; both codons code the prolin amino acid.
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Figure 5- Graph of gene expression in two groups of pregnant and non-pregnant ewes. The difference between two
groups presented as fold change of the gene expression. There was no difference between two groups.
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