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Figure 1- A: mosaic patterns and pale green strips on sugarcane leaf, B: mosaic and yellow chlorotic strips on maize leaf
infected by SCMV
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Figure 2- Electrophoresis patterns of DNA fragments amplified by RT-PCR in 1% agarose gel related to SCMYV isolates 1.
MAZ-SCR1 2. MAZ-SCR2 3. MAZ-MR 4. MAZ-SCB 5. Healthy sugarcane plant (negative control) M: 100 bp DNA marker
(Thermo Scientific, USA)
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Figure 3- Phylogenetic tree constructed from the alignment of nucleotide sequences of coat protein gene of 36 SCMYV isolates
by using MEGA 6 software program and neighbor -joining method based on 1000 replicates. The numbers indicate bootstrap
percentage. Bootstrap values higher than 50 are indicated on nodes and the nodes less than S0 were condensed. Isolates are
indicated in the tree by isolate name (accession number, geographical origin of collection). Mazandaran isolates of SCMYV are
marked. Maize dwarf mosaic virus (MDMYV) was included as an out-group
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