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Figure 1- ORFs Of Beet black scorch virus
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Figure 2- Symptoms of BBSV on sugar beet roots in shirvan farms

i I-AzGh1
98.12 Ir-Ksh1
98.5 ’_— Ir-Sh1
\-{ Ir-Ha1
88.59 1001 r-Msh1

96.98 ——— BBSV CO
BBSV-N

—
0.01

Neighbor joining (g, & 3'UTR sugsilS s Jlgi duwlio (olw! » S jolad C 3 -3 JS
Figure 3- Phylogenetic tree of BBSV 3'UTRbased on Neighbor joining method
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Table 1- 3'UTR nucleotide differences in Iranian, US and Chinese isolates
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Figure 4- Phylogenetic tree of BBSV coat protein nucleotides based on Neighbor joining method
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